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Study of reaction mechanism of molecular chaperon contributing to
suppression of protein conformational diseases.
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X-ray solution scattering profiles of small heat shock protein (SHSP) were measured. The reaction processes
were measured that sHSP inhibits aggregation of heat-denatured protein.
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Fig.1. Profiles of solution X-ray scattering of StHsp14.0
with Citrate Synthase; wild-type (solid line), WKW
(dashed line) and FKF (dotted line) mutants.
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