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Study of reaction mechanism of molecular chaperone suppressing
protein conformational diseases.
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X-ray solution scattering profiles of small heat shock protein, SpHsp16.0, were measured. We revealed
SpHsp16.0 lengthen its size during temperature induced 16mer-2mer dissociation. We also observed the
process that SpHsp16.0 protect unfolded protein from aggregation.
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Fig.1. Profiles of solution X-ray scattering of SpHsp16.0
wild type; 25°C (solid line), 50°C (dashed line) and 50°C
with CS (dotted line).
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