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& 1. Data collection, phasing and refinement statistics

Values in parentheses are for the highest resolution shell.

GDP #& & %! RF3 GDP 3JE#&&E RF3
Data collection
Wavelength (A) 1.0000 1.0000
Space group P Pl
Cell dimensions
a b c(A) 47.39, 82.80, 148.29 80.20, 83.46, 114.25
a, B,y () 104.21, 89.78, 89.63 72.98, 74.18, 89.78
Matthews coefficient (A°Da™) 2.3 2.86
Solvent content (%) 46.6 57.0
No. molecules in the AU 4 4
Resolution (outer shell) (A) 50.0-1.80 (1.86-1.80) 50.0-3.00 (3.11-3.00)
Rierge T (%) 4.3 (32.6) 7.8 (48.3)
Completeness (%) 92.8 (89.0) 97.0 (97.3)
1/ o() 9.8 (2.4) 7.9 (1.22)
Refinement
Resolution (A) 1.80 3.0
No. of reflections 89,903 53,936
Ry /' Frvee 188 / 21.8 241/ 283
No. of atoms
Protein 15,437 16,127
Nucleotide 112 143
Water 761 -
R.m.s. deviations
Bond lengths (A) 0.015 0.008
Bond angles (°) 1.79 1.54
B-factor 49.5 43.2

T Roerge = Zia Zi[1; (k)= (1(KD)/ 2, 1, (hKI), where KAkl is the intensity of reflection Akl X, is the

sum over all reflections and X, is the sum over / measurements of reflection Akl
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