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Structural analysis of human and mouse lipocalin-type prostaglandin D synthase
complexed with amyloid B-peptide by small-angle X-ray scattering
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Fig. 1. Conceptual illustration of conformational changes of the L-PGDS molecule upon binding of a
lipophilic ligand. A small lipophilic ligand enters the large cavity of the p-barrel via hydrophobic
interactions, then the loops which are located on the edge of the p-barrel lean and the L-PGDS
molecule becomes compact. This structural change leads to confinement of the ligand inside the L-
PGDS molecule.
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Fig. 2. SAXS profiles of human L-PGDS and human L-PGDS/A1-40 complex. SAXS profiles of L-
PGDS (black line) and L-PGDS/AB1-40 (blue line) are shown. The logarithm of scattering intensity is
shown as a function of reciprocal vector, S.
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Fig. 3. SAXS profiles of human L-PGDS using quartz cell (A) and SiN plate (B). The logarithm of
scattering intensity is shown as a function of reciprocal vector, S.




Fig. 3&D. ARREILZEWVWTHE LU BELHR S LB UL T, SINEEILZEW
B2 & THEBRD /A X %NS TBIEICRINLEc, % BEREAREDE
HAERET D & TEREBTODL-PGDS/ABEEED X /A ELRERNFIHE T &
5EEZ SN,

ELR:

AIAFRFEETIE. L-PGDSEAR1-42DEEEDABREERET ZHATH., EEE
T$H52.0 mgmDy VI BBRRICEWTHL-PGDSEART-42HVREL. RIFLRE
AHIRZER/2 L dTERD o2ce TODREE LT, ART-42H AT I LW TABR1T-40
ICHEITUTCEEIT DI ENSHDID LD, ABT-A2HEAEBR THWEER T
BEICRELTULESHLREEZI OGNS, SEIF. KDEEBREDY VIRVEBRRK
TO/NABBELRERZ1TU). L-PGDS/AB1-4218 SR DA RIBERIT 1T 5,

AB1-40Z W ERTIF, EEBEDY VNI EBRRICEWT, L-PGDS/AB1-40%&
BEDBHEREERERDDZ I ENTE, AB140DEEICE > THFIREL KRB &
N>l TDRERIE. BADNREL TWSL-PGDSOBHKMEEDSFIHEEAXAHNZX
LERRBRS>TWeo ABDODFENMW = 4300 & TN E TOME THER L TE fcBik
HEESF (Mw = 250 ~ 600) KDhRKEWT ENS, SEIDEERIERIZL-PGDSDAR

BANZZXLDBEKEBEBDFREEANZILERRBRZZEERBLTWS, &
%. L-PGDSDABIEE X N Z A LZFHEMICERAT 2ICiE. ABZ LK DEWHRMMETHE
BlU. REBEERZIRT ZL-PGDSEEEDERNIDETHZEEZIS5ND, ]
£. %RITNMREZ B W TL-PGDS & ABDIBEERERMIIC D WTHRANRTE D, RD
FEEEE CIEL-PGDSERIK E ABDESED X INABELER Z A 5.0

L-PGDS/ABEERZEREICT 5 EREADE L cfcd. BRERGETORED
BLTWBEEZSND, AARFETIE. TV T EIVICERT ZEICOVWTE
NZiTolco ZDMER. ARRK D BSINEEZFEA L ICHEICEELHIRD /1 XHVI
S BB zMER LT, L-PGDS/ABEEHED LS BARRERY VINVBEDEERIC
FEWT, SINERIZFBEMTHD., BERBLBEDEREZHNET DI ETERERETD
EBRNAETHDEEZI SN D,

SER

1. Inoue, K., Yagi, N., Urade, Y., and Inui, T. (2009) J Biochem 145, 169-175

2. Miyamoto, Y., Nishimura, S., Inoue, K., Shimamoto, S., Yoshida, T., Fukuhara,
A., Yamada, M., Urade, Y., Yagi, N., Ohkubo, T., and Inui, T. (2010) J Struct
Biol 169, 209-218

3. Kanekiyo, T., Ban, T., Aritake, K., Huang, Z.L., Qu, W.M., Okazaki, I., Mohri, 1.,

Murayama, S., Ozono, K., Taniike, M., Goto, Y., Urade, Y. . (2007) Proc Natl
Acad SciUS A 104, 6412-6417



