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Conformational Changes Induced in Lipocalin-type Prostaglandin D
Synthase (L-PGDS) by Binding of Lipophilic Drugs.
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We measured small-angle x-ray scattering (SAXS) of lipocalin-type prostaglandin D synthase (L-PGDS)
to clarify their conformational changes induced by binding of small lipophilic drugs, such as diazepam
(DZP) and NBQX. The radius of gyration was estimated to be 19.4 A for L-PGDS, and 18.2 A for
L-PGDS/DZP, 17.3 A for L-PGDS/NBQX complexes. These results indicated that L-PGDS became
compact after binding of these drugs and such structural flexibility of the L-PGDS molecule was
responsible for the broad ligand selectivity of L-PGDS.
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Fig. 1 SAXS profiles of L-PGDS and each L-PGDS
complex. SAXS profiles of L-PGDS (blue dots),
L-PGDS/NBQX (red dots), and L-PGDS/DZP (green
dots) are shown. The logarithm of scattering intensity is
shown as a function of reciprocal vector (S).
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Fig. 2 Concentration dependence of Rg” of L-PGDS with
or without NBQX and DZP. Samples used were L-PGDS
(®), L-PGDS/NBQX (@ ), and L-PGDS/DZP (e ),
respectively. Data are expressed as the mean + S.D. of 3
independent experiments.
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