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Structure analysis of lipocalin-type prostaglandin D synthase
complexed with fatty acids by X-ray small angle scattering
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We measured small-angle X-ray scattering (SAXS) of recombinant human lipocalin-type prostaglandin D
synthase (L-PGDS) to clarify the conformational change induced by binding of saturated fatty acids such as
palmitic acid (PA) and stearic acid (SA). The radius of gyration (R,) was estimated to be 17.8 A for L-PGDS,
and 17.9 A for L-PGDS/PA and 18.1 A for L-PGDS/SA complexes. These results showed that human L-PGDS
did not change its R, after binding of the fatty acids. Thus, we suggest the binding mode of L-PGDS for the
fatty acids is different from that for the hydrophobic ligands such as retinoids and bile pigments measured so
far.
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Fig. 1. Concentration-dependence of Rg2 of human
L-PGDS (blue circles), L-PGDS/PA (red circles), and
L-PGDS/SA (green circles). Data are expressed as the
mean £ S.D. of 3 independent experiments.
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